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Figure 3 

Synthesis of F.N. Gen« (14 • 472 b.p.) 
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Fig'are 4 
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Figure 5 
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Figure 8 
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Figure 11 
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Figure 16 

Pharmacokirretic Behavior of Fibronectin 
and Recombinant 3 1 kD FBD in the Rat 
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Figure 17 



125 



Binding of i -FBD to Fibrin; 



Effect of Thrombin and Ca** ions. 
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Figure 18 



125 



Release of i-FBD from Fibrin Clot by Plasmin. 
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Figure 19 

12S 

Binding of l-FBD during clot formation (Reaction I) ; 
Effect of unlabeiled FBD and related molecules. 
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Figure 20 



125 



Binding of l-FBD to Fibrin ( Reaction n ); 
Effect of Transgiutaminase inhibitors. 
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Figure 21 

125 

Binding of I -FBO to preformed Fibrin clot (Reaction II); 
Effect of Fibrin dot Age on the Binding (aging at 37" C). 
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Figure 22 



Binding of FBD to "Naive" Thrombi 



Preformed 
Newly - formed 



30,000 n 



8* 20,000 - 



o 

CD 
U. 



10.000 




Time of Thrombi Formation ( days ) 



Figur 23 



Binding of FBD to Fibrin ( Reaction I); 
Effect of Transglutaminase (*TG'*) 
and "Reduced" - FBD 
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Binding of ^^^l-FBD to ECM, 

Effect of Ligand Concentration and Thrombin 
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Figure 25 
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Figur 26 

Binding Of ^^^l-FBD to S. aureus; 

Competition with "Folded" and "Reduced" forms. 
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Figure 27 

Binding of S. aureus to Immobilized FN. 
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Figure 28 

Binding of S. aureus to Bronchial Catheters; 
Effect of FBD and Heparin. 
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Figure 29A 



Distribution of Radioactivity in Rabbit Aorti 
Segments After FN Administration 
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Figure 29B 



Distribution of Radioactivity in Rabbit Aorta 
Segments After 31kO FBD Administration 
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Figure 30 
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Figur 32 
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Figur 33 
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Figure 35 
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Figur 36 
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Fiaure 37 
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Figure 38 
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Figure 39 
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Figure 40 
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Figure 41 
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Figure 44 

Metabolic Stability of rFBD in Rats; 
Ex-vivo Binding to Fibrin vs-. TCA 

insolubility 
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Figure 45 

Specificity of binding to Fibrin; 
Effect of T.G. on the binding of 
rFBD vs. rbGH (Reaction II) 
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Figur 4 6 
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Figure 47 

Binding of FBD to preformed clot ( Reaction n); 
Effect of FN and Heparin. 
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Figure 48 

Binding of FBD to Fibrin clot (reaction II); 

comparison between various recombinant 

and plasmatic FBD molecules 
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Figur 4 9 
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Figure 50 
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Figur 51 
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Figure 52 
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Figure 53 
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